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AFLPKSEQ ID NO: 1) 

GACTGC6TACCAATTCGCTGAGGTACTTGCTCGCATAGTCATG6TGCTCTTTGCA/VACTGCCAA 

GAAGCTGTCGTGCATATAGTATGGGTCGGGGATGGAGATATATTTGATGCTCTGCGTCCTGATG 

AAGTAGTTGAGATACAGCGGATACATGCGGATGAACTGGAAATCGAACTTGGTCATGTGGAACA 

TATTGTAGATGTAGTCAAATCGCAGGAGGAATTGATTCGCG6GCCAGGTATCGAAGTACACCTT 

CCCACCCGGCACCTGAGCCGCGTAAAGCGGGTATCCTGAATCTTTCACGAGCAGAAGGCTTTTC 

TCTGTGGCCAGCACATGTTCATGGAGTCTCTTTA6ATCATTGTTCAGTAC6T6ATCTATTGTTT 

TG6CAGGTAGGATCGGCTTGCCGGCGACATGGAAATGCTTGTTACCTTGGAGGGGTATTCTGTC 

TACCAGGCGGGGTTCCAGAGGCGGCTAGCTGCTTGAAGGATCTATGGCGCGTTTAAGGGCCTTT 

CCTGGCCAGTGTCTTCCTTTGGTTCTTGGTGGGTGGGGGTAGT6AACGGAGGATACGTTCCCTA 

ACCAGCACCCCCAGTGTCATCGGGCTAGACAGTGGACGGCCTCGGGGGGTTGGTGGCTAGAGGT 

GGCATCTCGAGGCGTCTCCTGGGAGGAT6GCTTGAAGAGAGAGTTTTTGGATTCCACGTTA6GA 

C6TTCCGGCTCCGGAAAATCA6GCAACATCAAGTCATCGTGTCCACACTCATAGCCTATTTCTT 

CGGCGTCAT6A6CCATCAATCCATCATAGGCGGTATT6AAATACTTGTTCGGGTCGTGATCATC 

ATCGTCCATGTCATTATCAACATTTGCTTGTTGGACAGTGGGGTGACATGATCTGGCACTAATG 

GAGGCTCTGCGTCGCGTTGTACGCTACCATGATGTGCGAGGAGA6GTGGAAGTAATTTGGTAGG 

TGGGATGGTGTTCATAGCTTCTTGAGAAGGTGGCGTTGGAGTGATAGTGGGCTCCTCGAGACGA 

ATAAGAGAGTTG6GCCAAGGCAAGAATCAGTTCTTGGATGGGCGAATCATCTTACTCAGGACTG 

ATC 

AFLP2(SEQ ID NO: 2) 

GACTGCGTACCAATTCGACTAGG CATGGTTGTGTATGTATGGCA CATGGGAGTAAAACGTTACA 
ATTCTTTTTGGGAAGCACACATAATGAGTATAGGATGGAA6ATACTAATAAGGTTTGTCGTAAG 
GTTCACAGTAAAGAACACCACTCAAAATTATATTTTCAATCCCGCTTTGAAAACTTGAGCTCTA 
GGACTTGTGCAAATGAATGCTTACCTCTGCAAAGGGTCTATCTATTTACTCAGGACTCATC 
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AFLP3(SEQ ID NO: 3) 

GACT6CGTACCAATTCTATTAGTGACAATCATGCTAAAAATAT6CAAAACCCTAAGCTTG6GGA 
TGCTAGTTTT6GTATGACGAGTACATGATTGGGGTAATAATTTTTGTTATTGTGACATCCCGGG 
ATTTAGGCTACAGTAATCTTGGTAATTGAAGTACAGTAAACATATGCAAA66AT6CCACATCAT 
CGTGATTCTATTATTGATCTCGTGATAGTCGAAAC0GAGTC6AAAATCGAA6TTACTCAGGACT 
CATC 

AFLP4(SEQ ID NO: 4) 

GACTGCGTACCAATTCCTGTGTGGGAAGGGGAAAACCAAAGCCATCATCATCACCAACGCTTCC 
TCCTTCGTGGGAGGATCGATCTTCATCAACATATTCACCAGCACCATCTCATGTCCAACCCTAG 
TTCATCTC6TGTATTTACTCAGGACTCATC 

AFLP5(SEQ ID NO: 5) 

GACTGCGTACCAATTCCTGCTGGAGAAAGACGAGGTGCTGGAGGT6GTT6TCGGTGAAGAGCAC 
GTTCAGCTTCGTCTAGACGGAGTAG6CACCATCATCATCATGAACCACCGTGTCGAAGAGATCC 
TTCGAGATGGTGTGGAAGAATGTCACGCCCAAGATGCGACCCTATCCTCAATTTGGCACGAAGG 
CCTTGTCATGGATAGAAGCGCATCTCGTCGTGTCGCAAGAATGGATATCGTTACAAGTACATGT 
ACTGAAAA6AAGAGATATATATAGAATTGGCTTACACTCGCCACAAGCTACATCAGAGTCACAT 
CAGTACATTACATAATCATCAA6A6CAAGAGCA6GGTCCGACTACGGACGAAAACAAACGATAA 
AAATAAGAACAGC6TCCGTCCTTGCTATCCCAGGCTGCCGGCCTGGAACCCATCCTA6ATCGAT 
GAAGAAGAAGAA6AAGAAGCAACTCCAAATGAACAATCAA6GCGCTCGCGTTACTCAG6ACTCA 
TC 
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